Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.120; data-to-parameter ratio = 16.9.
There are two independent molecules (A and B) with similar conformations in the asymmetric unit of the title compound, C 9 H 8 ClN 5 S. The benzothiadiazole ring systems of both molecules are essentially planar [maximum deviation = 0.021 (2) Å in molecule A and 0.022 (1) Å in molecule B] and make dihedral angles of 68.78 (9) and 54.39 (8) , respectively, with the mean planes of their 4,5-dihydro-1H-imidazole rings. An intramolecular N-HÁ Á ÁCl hydrogen bond occurs in molecule B. In the crystal, both molecules form centrosymmetric dimers through -stacking of their benzothiadiazole rings, with interplanar distances of 3.3174 (7) and 3.2943 (6) Å . These dimers are further linked via pairs of N-HÁ Á ÁN hydrogen bonds with the dihydroimidazole rings as the hydrogen-bonding donors and one of the benzothiadiazole N atoms as the acceptors, generating R 2 2 (16) ring motifs. The A 2 and B 2 dimers in turn form additional N-HÁ Á ÁN hydrogen bonds with the secondary amine as the H-atom donor and the dihydroimidazole N atom as the acceptor. These R 2 2 (8)-type interactions connect the A 2 and B 2 dimers with each other, forming infinite chains along [111] .
Related literature
For the medicinal importance of tizanidine, see: Koch et al. (1989) ; Shellenberger et al. (1999) ; Tse et al. (1987) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 5-Chloro-N-(4,5-dihydro-1H-imidazol-2-yl)-2,1,3-benzothiadiazol-4-amine (tizanidine) P. John, I. U. Khan, M. Akkurt, M. S. Ramzan and S. Sharif Comment Tizanidine {or (5-chloro-N-(4,5-dihydro-1H-imidazol-2-yl)-2,1,3-benzothiadiazol-4-amine)} is an adrenergic agonist and proved to be an active myotonolytic skeletal muscle relaxant with a chemical structure different from other muscle relaxants (Koch et al., 1989; Tse et al., 1987) . It also reduces increased muscle tone associated with spasticity in patients with multiple sclerosis or spinal cord injury (Shellenberger et al., 1999) . Herein, we report the crystal structure of Tizanidine.
The title compound crystallized with two unique molecules A and B in the asymmetric unit (Fig. 1) . The benzothiadiazole ring systems (S1A/N1A/N2A/C1A-C6A and S1B/N1B/N2B/C1B) of both molecules A and B are essentially planar [max. (Table 1) . Both molecules A and B are forming centrosymmetric dimers through π-stacking of their benzothiadiazole rings with interplanar distances of 3.3174 (7) and 3.2943 (6) Å [Cg1···Cg2 ii = 3.6026 (10) Å and Cg3···Cg4 iv = 3.5096 (9) Å; symmetry codes: (i) 1-x, 1-y, 1-z; (ii) 3-x, -y, 2-z; Cg1, Cg2, Cg3 and Cg4 are the centroids of the S1A/N1A/N2A/C4A/C5A, C1A-C6A, S1B/N1B/N2B/C4B/C5B and C1B-C6B rings, respectively]. These dimers are further tied together via pairs of N-H···N hydrogen-bonds with the dihydroimidazole rings as the hydrogen bonding donor (Table 1 and Fig. 3 ) and one of the benzothiadiazole N atoms as the acceptor, generating rings of graph set motifs of the type R 2 2 (16) (Bernstein et al., 1995) . The A 2 and B 2 dimers do in turn form additional N-H···N hydrogen-bonds, with the secondary amine as the H donor and the dihydroimidazole N atom as the acceptor. These R 2 2 (8) type interactions connect the A 2 and B 2 dimers with each other to form infinite chains that stretch along the (1 -1 1) direction of the unit cell (Fig. 3) .
To 0.3 g of tizanidine in 10 ml methanol were added several drops of sodium hydroxide solution (3%) to adjust the pH to 8. The resulting solution was left for slow evaporation. Orange crystals were obtained after three days.
Refinement
In the last cycles of the refinement, 24 reflections were eliminated due to being poorly measured in the vicinity of the beam stop. The H atoms of the NH groups of the molecules A and B were located in a difference map and refined with a distance restraint of N-H = 0.86 (3) Å. Their isotropic displacement parameters were set to be 1.2U eq (N). The HN3A···N5B distance was restrained to be 2.00 (2) Å. The other H atoms were positioned geometrically with C-H = 0.93 and 0.97 Å, and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C).
supplementary materials sup-2 Figures   Fig. 1 . View of the two crystallographically independent molecules, A and B, with the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 50% probability level. Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) −x+3, −y, −z+2.
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